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NEG = Gram-negative, POS = Gram-positive

} Table 1. Summary of the studies used to estimate the distribution of bacterial CFU/mL, separated into groups by the type of CFU data presented.
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Study Study population N Aspirate culture taken from Type of data < .
Conclusions
1. Bardhan et al. 1992 Adults with various gastrointestinal diseases 26 Proximal small bowel All counts (continuous) Q _ . . .
. S » Using the standard diagnostic thresholo
2. Berthold et al. 2009 Adults with suspected SBBO 22 Region of the ligament of Treitz All counts (continuous) of 10° CFU, On|y 24% of patients with SUSPeCted
‘ £ SIBO would test positive; lowering the threshold
3. Corazza et al. 1990 Adults with suspected SBBO 30 Jejunum All counts (continuous) _qg—)‘ g —_ to 1 04 CFU y|e‘ds 33% Of patients Wth Suspected
- SIBO testing positive.
4. Ghoshal et al. 2014 Adults with IBS 80 Upper small bowel CFU<10°, continuous for counts =10° g
o . . L
3 i 3 £ » As expected, bacterial culture identification
5. Lewis et al. 1997 Adults with suspected SBBO 47 Duodenum CFU<10%, continuous for counts 2107 s S — ’ P T ,
one count reported as <10 . £ o N N was unable to clearly distinguish a single
CFU<103, continuous for counts =103, - contributi ple organism.
6. Riordan et al. 1995 Adults with suspected SBBO 15 Duodenum one count reported as <10°, one count '
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: ) . L - .
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7. Riordan et al. 2000 Adults with suspected SBBO 20 Proximal small intestine CFU<103, 103 <CFU<10°,CFU=10 — c:ounting bacteria, lack of standardization in
| ' S _ procedures and reproducibility.
8. Erdogan et al. 2015 Adults with suspected SBBO 139 Duodenum CFU<10°, 10° <CFU<10°,CFU=10° pc
| | | | | | |
3 iven these limitations, there is consensus that
9. Jacobs et al. 2013 Adults with d SBBO 150  Duod CFU<5x10% 5x10°<CFU<10"%, § 0 2 4 6 8 10 12 > Given these limitations, t . .
. Jacobs et al. ults with suspecte uodenum 10°<CFU<5x10* 5x10*<CFU<105, CFU<10} ; novel tools are needed for evaluating patients

Log Colony-Forming Units

with suspected SIBO.
CFU<5 x 103, 5x103<CFU<10%,

10. Posserud et al. 2007  Adults with IBS 162 Jejunum 10°<CFU<5x10* 5x10*<CFU<105, CFU>105

} Figure 1. Estimated distribution of bacterial CFU in patients with
suspected SIBO using the five articles with complete data.
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